We thank the late professor Paula Rantakallio (launch of NFBC1966), the participants in the 31yrs and 46yrs studies and the whole cohort 1966 team, which includes managers, nurses, clerical workers, research scientists and IT-personnel.
Letter to the Editor
Diabetes and it´s precursor, insulin resistance (IR) are associated with depression, but some previous results are conflicting regarding differences in the association by age and gender (2).
Furthermore, it has been suggested that the comorbidity of depression and diabetes might be partly explained by shared etiopathogenesis via the HPA axis (3). On the other hand, it has been suggested that menopause related loss of ovarian function loss increases IR (4). Consequently, it is reasonable to hypothesize that association between depression and IR appears in women undergoing menopausal transition.
We examined depression symptoms and insulin resistance associations (DIRA) in a prospective study setting utilizing the Northern Finland Birth Cohort 1966 (NFBC1966, N=12 231, http://www.oulu.fi/nfbc). We compared the DIRA differences between genders at two time points, at 31 and 46 years, i.e. before and during the menopausal transition (5).
According to our present findings (Figure 1) , DIRA is non-existent in women during reproductive age, but emerges during the menopausal transition and is seen statistically significantly in the severe depressive symptoms. DIRA is seen at both ages in men, but the association is seen also with moderate symptoms at the age of 46 years.
Our results support the novel model (1) by linking in IR. To our knowledge, this is the first report demonstrating the effect of menopause on DIRA. We postulate that the present DIRA shift in women stems via the HPA axis (3, 4) triggered by hormonal fluctuations in menopause transition (1) . The non-existent DIRA among women at 31 years may be explained by the protective effect of estradiol on the HPA axis. While fascinating, these findings still leave us observing the phenomenon at a distance, since our data does not allow direct pathway scrutiny.
